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Figure S14. Expanded examples of i-t traces (
The omission of data between each example is shown to depict that these are not one continuous i-t trace. The data were collected at 120 mV (trans vs. cis) at 25 °C. These data were obtained from two individual experiments (i.e., different nanopores and DNA samples). The trace represents 10 seconds of recording on one α-HL nanopore to show the event frequency. Expanded examples are provided in Figure S15 . The data were collected at 120 mV (trans vs. cis) at 25 °C. The data is shown sideways to provide the maximum resolution (top = right). Figure S14 ) for the Q1-OG sample in 1M NaCl.
Q1-G
I
S19
Figure S16. Expanded examples of i-t traces (
The omission of data between each example is shown to depict that these are not one continuous i-t trace. The data were collected at 120 mV (trans vs. cis) at 25 °C. These data were obtained from two individual experiments (i.e., different nanopores and DNA samples). The labeling reaction for OG was conducted in a buffer and salt system that minimized folding of the hTelo sequences to any stable G4 structures (20 mM cacodylate pH 8.0, 100 mM LiCl). The DNA strand (10 μM) to be labeled was mixed with methylamino-[18-crown-6] (2 mM) and in a 200-μL reaction vessel followed by incubation at 45 o C for 20 min prior to starting the reaction. The reaction was initiated by a bolus addition of K 2 IrBr 6 (200 μM), and the reaction progressed for 30 min. The reaction salts and oxidant were removed by a NAP-5 column (GE Healthcare) following the manufacturer's protocol. The two product peaks observed represent the two diastereomers of the labeled product. The DNA strand studied in this reaction had the following sequence 5`-TGTTCATCATGCGTCXTCGGTATATCCCAT-3` X = site of labeling. Figure S18. Reaction monitoring for labeling an hTelo containing OG with 18c6 and CD analysis of the product.
The reaction was conducted as described in Figure 
CD Spectrum for hTelo Sp-18c6 Adduct
CD analysis of the hTelo 18c6 yields a spectrum that is similar to a triplex-like species (An, N.; JACS, 2013, 135, 8562) . This result supports the claim that these adducts are highly disrupting to the G-quadruplex structure. The trace represents 10 seconds of recording on one α-HL nanopore to show the event frequency. Expanded examples are provided in Figure S18 . The data were collected at 120 mV (trans vs. cis) at 25 °C. The data is shown sideways to provide the maximum resolution (top = right). Figure S17 ) for the Q1-Sp-18c6 sample in 1 M NaCl.
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Figure S20. Expanded examples of i-t traces (
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The omission of data between each example is shown to depict that these are not one continuous i-t trace. The data were collected at 120 mV (trans vs. cis) at 25 °C. These data were obtained from two individual experiments (i.e., different nanopores and DNA samples).
